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Abstract Listeria monocytogenes can grow as a saphrophyte
in diverse habitats, e.g., soil, rivers, lakes, and on decaying
plant material. In these environments, the bacteria are frequently
exposed to predatory protozoa such asAcanthamoeba. Although
L. monocytogenes is a facultative intracellular pathogen
it does not infect or survive intracellular in Acanthamoeba
castellanii, unlike several other facultative intracellular bacteria.
Instead, motile L. monocytogenes can form large aggregates
on amoebal cells and are effectively phagocytosed and
eventually digested by Acanthamoeba. Here, we demonstrate
that non-motile L. monocytogenes represent a less preferred
prey in co-cultures with A. castellanii. Moreover, we found
that the presence of Acanthamoeba strongly promotes growth
of the bacteria in non-nutrient saline, by releasing nutrients or
other growth promoters. Thus, the lack of motility and ability
to utilize amoebal metabolites may aid to avoid eradication by
amoebal predation in low-nutrient environments.
Keywords Listeria monocytogenes .Acanthamoeba
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Introduction
The genus Listeria is comprised of Gram-positive, rod-
shaped, non-spore-forming bacteria currently separated into
ten species (Bertsch et al. 2013; Lang Halter et al. 2013).
Listeria monocytogenes is pathogenic for humans and the
causative agent of listeriosis, a disease which can lead to
meningitis, meningoencephalitis, or septicemia. Together with
Listeria ivanovii, an animal pathogen, L. monocytogenes is the
only representative that exhibits a facultative intracellular life
style. Both organisms seem to be highly adapted to a faculta-
tive intracellular lifestyle in mammals, birds, and possibly
other animals. The hallmarks of Listeria pathogenicity and
virulence have been intensively studied, and are reviewed and
summarized elsewhere (Cossart 2011).
Listeria spp. can be ubiquitously found in natural environ-
ments where they exhibit a saprophytic lifestyle. They can be
isolated from soil, vegetation, decaying plant material, rivers,
lakes, ponds, and sewage (Freitag et al. 2009). Saprophytic
growth properties, long-term survival, interaction with poten-
tial host organisms, and the ecology of free living Listeria are
not yet fully understood. However, genome analyses provided
valuable insights into biochemical pathways and features.
Many strains of L. monocytogenes feature genes for uptake
and utilization of various carbohydrates including fructose,
rhamnulose, rhamnose, glucose, mannose, sucrose, cellulose,
pullulan, trehalose, tagatose, maltose, and maltodextrin.
Moreover, a vast set of diverse regulatory proteins indicates
its ability to adapt to diverse environmental conditions (Glaser
et al. 2001). An additional factor which could contribute to
saprophytic growth of L. monocytogenesmight be its ability to
hydrolyze chitin (Leisner et al. 2008), a major source of
carbon and nitrogen in nature. Moreover, Listeria tolerate a
wide pH range (4.5–9.0), can grow at low temperatures, and
effectively combat osmotic stress (Schmid et al. 2009).
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In moisture-rich natural environments, saprophytically
growing Listeria are also exposed to predatory protozoa such
as Acanthamoeba (Zhou et al. 2007; Gourabathini et al. 2008;
Huws et al. 2008; Anacarso et al. 2012). Amoebae are unicel-
lular eukaryotes, which can exist as vegetative trophozoites, or
persist as metabolically inactive dormant cysts. The tropho-
zoites are motile, exhibit a characteristic amoeboid movement
on surfaces, and are organized in a polar fashion with two
distinct cell poles. The front (anterior) pole features the pseu-
dopodia, and the rear (posterior) pole is termed uroid.
Unlike several other facultative intracellular bacteria,
L. monocytogenes cannot infect Acanthamoeba or survive
phagocytosis (Akya et al. 2009a). Instead, the normally motile
cells can be trapped by the amoebae employing a unique
mechanism, resulting in rapid formation of large aggregates
termed “backpacks” at the uroid, followed by phagocytosis
(Doyscher et al. 2013). In contrast, non-motile
L. monocytogenes remain free. Notably, this process is not
specific for Listeria, other motile bacteria can also be trapped
by the amoebae the same way (Doyscher et al. 2013). It seems
clear now that L. monocytogenes is unable to escape from the
amoebal phagolysosome and therefore cannot enter the cytosol.
The aim of this study was to better understand the inter-
action and microbial ecology of Acanthamoeba and
Listeria, using defined co-cultivation conditions. Besides
the observation that non-motile Listeria are less preferen-
tially phagocytosed, we found that growth of the extracel-
lular bacteria is strongly promoted by the presence of the
amoebae under co-cultivation conditions which is likely
due to diffusible amoebal metabolites used as nutrient
source by the bacteria.
Materials and methods
Growth conditions
All bacterial strains were cultured in half-strength Brain Heart
Infusion (1/2 BHI) broth. Incubation at 30 °C was performed
for Listeria monocytogenes EGDe ATCC BAA-679 and
Listeria monocytogenes ScottA ATCC 49594, Listeria grayii
ATCC 19120, Listeria innocua ATCC 33090, Listeria
ivanovii ATCC 19119, Listeria seeligeri ATCC 35967,
Listeria welshimeri ATCC 35897, Bacillus subtilis DSM
675, Brevibacterium epidermis DSM 20660, Brochothrix
thermosphacta DSM 20171, and Corynebacterium
ammoniagenes DSM 20306. Cronobacter sakazakii ATCC
29544, Escherichia coli ATCC 35218, Pseudomonas
aeruginosa DSM 1117, Staphylococcus aureus DSM 346,
Staphylococcus carnosus DSM 20501, and Staphylococcus
epidermidis DSM 1798 were cultivated at 37 °C. Viable
counts were determined by plating appropriate dilutions on
agar plates.
Acanthamoeba castellanii strain Neff was provided by
Matthias Horn (University of Vienna, Austria). Cultures were
maintained axenic as monolayers in 25-cm2 culture flasks
(Nunc, Roskilde, Denmark), in peptone yeast glucose (PYG)
broth (20 g/L protease peptone, 18 g/L glucose, 2 g/L yeast
extract, 1 g/L sodium citrate 2H2O, 980 mg/L MgSO4·7H2O,
452 mg/L Na2PO4·12H2O, 340 mg/L KH2PO4, and 20 mg/L
Fe(NH4)2(SO4)2 6H2O), at room temperature. Acanthamoeba
castellanii was subcultured in fresh medium once a week, and
cell counts were determined using a Neubauer improved
counting chamber as previously described (Doyscher et al. 2013).
Co-culture conditions
Prior to co-cultivation of amoebae and bacteria, A. castellanii
was harvested from a PYG culture and washed three times
with a non-nutrient saline buffer (PAS: 0.12 g/L NaCl, 2.5 mg/
L MgSO4·2H2O, 4 mg/L CaCl2·2H2O, 358 mg/L
Na2PO4·12H2O, and 136 mg/L KH2PO4), by gentle centrifu-
gation at 1,000×g for 10 min. No additional sources of carbon
or nitrogen were added to the PAS. For co-cultivation, 1×105
trophozoites of A. castellanii were seeded in 24-well plates
(Nunc, Roskilde, Denmark), followed by the addition of 1×
104 to 5×106 colony forming unites (cfu) of the bacteria. The
cultures were incubated at 24 °C or 37 °C, for 3 to 5 days.
Sterile filtered supernatants were obtained by centrifugation
(1,000×g, 5 min) of cultures and subsequent filtration using
Filtropur S 0.2 μm pressure filtration units (Sarstedt,
Nümbrecht, Germany). In order to obtain supernatant from
heat-inactivated co-cultures the cultures were incubated for
10 min at 100 °C prior to centrifugation.
Ultrafiltration of co-cultures of Acanthamoeba and Listeria
was performed by centrifugation in ultrafiltration tubes with
cut-off values between 5 and 100 kDa (Vivaspin 500,
Sartorius, Göttingen, Germany) according to the
manufacturer.
In a different experimental setup, transwell inserts (cell
culture grade, 0.4 μm pore-size membrane) were used in 24-
well plates (Nunc, Roskilde, Denmark), in order to physically
separate the bacteria from A. castellanii. In this modified
assay, the bacteria were inoculated into the insert, while
A. castellanii trophozoites were seeded into the bottom of
the wells.
All experiments were performed in triplicates, and inde-
pendently repeated three times. Mean values and standard
deviations of cell counts were calculated using Microsoft
Excel software.
Spectrophotometry
To determine changes in adsorption spectra of Acanthamoeba
and Listeria PAS supernatants, respectively, without further
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sample purification we used a Nanodrop 1000 spectropho-
tometer (Thermo Scientific).
Results
Co-culture ofA. castellaniiwith non-motile L. monocytogenes
promotes bacterial growth
A. castellanii preys on motile bacteria employing a unique
trapping mechanism (Doyscher et al. 2013). Here, we moni-
tored the growth response of untrapped extracellular
L. monocytogenes during co-culture with A. castellanii in
non-nutrient saline buffer. In L. monocytogenes, flagellation
and motility are temperature dependent. Below 37 °C, Listeria
cells feature peritrichous flagella and are highly motile.
However, at temperatures of 37 °C or higher, the regulatory
factor MogR represses expression of the fla operon encoding
the structural components of the flagellum (Shen and Higgins
2006). Figure 1 depicts that L. monocytogenes cells resus-
pended in non-nutrient PAS only were unable to grow, and
viable counts actually declined over the time course of the
experiment. In contrast, bacteria showed significant growth
response and increase in viable counts by 2–3 logs after 4 days
of co-incubation with A. castellanii. We also found that non-
motile L. monocytogenes, i.e., either wild-type cells incubated
at 37 °C, orΔflaAmutants multiplied even faster compared to
flagellated and motile wild-type bacteria. It should be noted
that trophozoites of A. castellanii remained stable during co-
culture with Listeria, and did not develop into cysts until the
end of the experiment (data not shown).
Compounds released from A. castellanii are responsible
for bacterial growth promotion
To determine whether the effect is independent from direct
contact of the bacteria and protozoa, we designed experiments
to physically separate the organisms while allowing access of
the bacteria to diffusible substrates released from the amoebae.
For this purpose, transwell microplate filter inserts were used to
expose L. monocytogenes to A. castellanii trophozoites in PAS
co-culture assays. Figure 2 illustrates that L. monocytogenes
grew andmultiplied well, indicating that direct contact between
L. monocytogenes and the amoebae is not required to enhance
growth of the bacteria. In controls without transwell inserts,
total viable counts of L. monocytogenes remained lower, which
is due to continuous phagocytosis of the bacteria by the amoe-
bae. Again, L. monocytogeneswas unable to grow in PAS only.
In conclusion, these findings indicated that A. castellanii re-
leases metabolites or other compounds, which could be effi-
ciently used as nutrients by L. monocytogenes enabling growth
and multiplication by up to 2.5 logs.
To exclude the possible carry-over of nutrients or other
compounds from the PYG medium used for axenic amoebal
cultures, we conducted an additional experiment where
L. monocytogeneswas added to starving A. castellanii tropho-
zoites (Fig. 3). For this purpose, trophozoites were carefully
washed and incubated for 24 h in PASwithout supplementation
with carbon or nitrogen sources, prior to the addition of
L. monocytogenes cells. Although under these conditions the
onset of growth of L. monocytogenes was retarded, i.e., re-
vealed an increased lag-phase, the bacteria eventually multi-
plied by 1.6 logs after 4 days of co-incubation. This demon-
strated that growth of L. monocytogenes is solely based upon
compounds released by the amoebae, and not due to leftovers
from the protozoan culture medium.
In an attempt to preliminarily characterize the compounds/
metabolites released by the amoebae, spectrophotometry was
employed for spectral analysis of PAS supernatants from
Acanthamoeba and Listeria cultures, respectively. A promi-
nent absorption peak at 210–215 nm from axenic
Acanthamoeba-PAS supernatants was absent from axenic
Listeria-PAS supernatants. To further characterize the nature
of the growth-promoting compound native supernatant from a
pure PAS culture of A. castellanii without Listeria, as well as
supernatant from a heat-treated (10 min, 100 °C) pure PAS
culture of A. castellanii was applied for growth of
L. monocytogenes cells resuspended in nutrient-free PAS.
Determination of CFU/ml for L. monocytogenes after 24 h
revealed that both supernatants provided the same growth-
supporting effect as the native supernatant from co-cultures of
L. monocytogenes and A. castellanii. Listeria monocytogenes
in PAS without addition of supernatant showed no growth. To
obtain information about the size of the active compounds
supernatants of co-cultures of Acanthamoeba and Listeria
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Fig. 1 Growth response of L. monocytogenes wild-type (WT) and
flagella-deficient (ΔflaA) mutant bacteria in the presence (solid lines)
and absence (dashed lines) of A. castellanii in co-culture, at 24 and 37 °C,
respectively. Colony forming units (CFU) represent viable counts of
extracellular bacteria. As a control, PAS buffer alone was used
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were treated by ultrafiltration using tubes of various cut-off
values from 5 to 100 kDa. It turned out that even the filtrate
from the smallest ultrafiltration unit (5 kDa) supported growth
of L. monocytogenes ScottA to more than three orders of
magnitude after 24 h. These results indicated that the
growth-promoting compounds are a matter of heat-stable
molecules with a molecular weight below 5 kDa.
Growth-promoting effect is not specific for Listeria
From co-cultures of A. castellanii with other bacteria, it became
obvious that utilization of the secreted amoebal metabolites was
not restricted to L. monocytogenes or other Listeria species,
which exhibited similar growth-stimulating properties in co-
culture with A. castellanii. In brief, Listeria ivanovii, L. grayi,
and L. welshimeri multiplied by approximately 1.0 log,
L. seeligeri by 1.7 logs, and L. innocua by 2.7 logs (data not
shown). Additional experiments demonstrated that also other
bacteria were able to utilize the compounds released by
A. castellanii. While E. coli multiplied by approximately 1 log
after 4 days of co-incubation,B. thermosphacta, C. sakazakii and
S. aureus showed a strong response, i.e., more than 3 logs
increase in viable counts after 4 days of incubation (Fig. 4). In
contrast, Bacillus subtilis, B. epidermidis, C. ammoniagenes,
P. aeruginosa, S. carnosus, and S. epidermidis did not show
any growth enhancement in co-culture with A. castellanii (data
not shown).
Discussion
Following some controversy, recent studies demonstrated that
the facultative intracellular pathogen L. monocytogenes is un-
able to infect and multiply in Acanthamoeba spp. (Akya et al.
2009a; Huws et al. 2008; Akya, Pointon and Thomas 2010).
Instead, L. monocytogenes is phagocytized and digested by the
amoebae (Huws et al. 2008; Akya et al. 2009a; Akya et al.
2010; Doyscher et al. 2013). Acanthamoeba exhibit a unique
trapping strategy to feed on bacterial prey. At the posterior
cell pole (the uroid), bacteria are bound in a motility-
dependent manner and form large extracellular aggregates
on the amoebal surface, termed backpacks (Doyscher et al.
2013). Soon thereafter, the amoebae start to phagocytose
portions of the attached bacteria, diminishing the aggregate
in a stepwise fashion. However, only flagellated and motile
bacteria attach to the uroid during co-cultivation, while non-
motile bacteria remain free. This observation was not re-
stricted to Listeria, since other motile bacteria could also be
trapped (Doyscher et al. 2013). Surprisingly, non-motile,
extracellular cells were less prone to predation, and were
found to not only persist, but even multiply in the presence
of the amoebae. Growth of L. monocytogeneswas also report-
ed in co-culture with other protozoa such as Tetrahymena
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Fig. 2 Growth response of L. monocytogenes (Lmo) in direct (not
separated) and indirect (separated) co-culture with A. castellanii. To
physically separate the bacteria from the amoebae cell culture, filter-
based transwell inserts were used (see “Materials and methods”). As a
control, PAS buffer alone was used
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pyriformis (Brandl et al. 2005), Acanthamoeba palestinensis
(Gourabathini et al. 2008), Acanthamoeba lenticulata, and
Acanthamoeba polyphaga (Akya et al. 2009b).
Physical separation of Listeria and amoebal cultures by
membranes, or use of separately obtained amoebal culture
supernatant indicated that L. monocytogenes utilize com-
pounds secreted by A. castellanii for growth. Direct contact
between the bacteria and the amoebae is therefore not required
to trigger release or secretion of these compounds.
Utilization of amoebal substances is not specific for the
genus Listeria, which agrees well with previous findings
(Huws et al. 2008). However, the reason for the inability of
several other bacteria tested here to use amoebal metabolites
for growth is not known. Apparently, the ability to metabolize
these compounds is not uniformly distributed among different
bacterial genera.
Several strategies to prevent phagocytosis by predatory
protozoa have evolved during the long-term coexistence of
bacteria and protozoa (Matz and Kjelleberg 2005). Among
them are the formation of enlarged bacterial cells that are
difficult to phagocytose (Hahn and Hofle 1998), higher
swimming speed to escape protozoan grazing (Matz and
Jurgens 2005), surface masking to avoid recognition by the
predator (Wildschutte et al. 2004), microcolony formation
(Hahn and Hofle 2001), intra- or extracellular toxin release
(Matz et al. 2004; Pushkareva and Ermolaeva 2010), resis-
tance to phagolysosome conditions (Brown and Barker 1999),
and intracellular survival or even infection and growth.
Examples for these strategies are represented by numerous
bacteria, e.g., Chlamydia, Legionella, Salmonella, Shigella,
Pseudomonas, Vibrio, Staphylococcus, and Mycobacterium,
which survive their encounter with free-living protozoa and
establish a parasitic relationship (Thom et al. 1992; Michel
et al. 1995; Essig et al. 1997; Steinert et al. 1998; Pickup et al.
2007; Abd et al . 2008; Bleasdale et al . 2009;
Lau and Ashbolt 2009; Saeed et al. 2009; Douesnard-Malo
and Daigle 2011; Hilbi et al. 2011; Lee et al. 2012; Valeru
et al. 2012).
With respect to Listeria, loss of motility (perhaps transient)
and the utilization of secreted compounds or metabolites from
the amoebal cells might represent an additional strategy to
minimize or overcome the deleterious effects of predation.
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Fig. 4 Growth response of E. coli (a), C. sakazakii (b), B. thermosphacta (c), and S. aureus (d) in presence (solid line) and absence (dashed line) of
A. castellanii, at 24 °C in PAS
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Non-motile bacteria are less preferentially phagocytosed by
Acanthamoeba, and “atypical” non-motile or slightly motile
wild-type Listeria strains have occasionally been isolated
(Kathariou and Pine 1991; Lang Halter et al. 2013). In addi-
tion to escape, the ability to catabolize a wide range of sub-
strates enables bacteria to overgrow a protozoan population.
The growth-promoting compound could be characterized as
small heat-stable molecules with a molecular weight below
5 kDa, but unfortunately, the detailed nature and composition
of the substances released by the amoebae remains unknown.
However, identification of these compounds could lead to the
discovery of yet unknown factors and pathways involved in
the bacterial metabolism able to stimulate a strong growth
response at very low concentrations. From an ecological per-
spective, the ability to catabolize secreted amoebal com-
pounds seems to be advantageous for saprophytic bacteria to
prevent eradication by amoebal grazing in low-nutrient
environments.
Acknowledgments The authors would like to give special thanks to
Matthias Horn for providing the Acanthamoeba castellanii strain. This
work was funded by the Competence Center Environment and Sustain-
ability of the ETH Domain (CCES), project name “BactFlow”.
References
Abd H,Wretlind B, Saeed A, Idsund E, Hultenby K, SandstromG (2008)
Pseudomonas aeruginosa utilises its type III secretion system to kill
the free-living amoeba Acanthamoeba castellanii. J Eukaryot
Microbiol 55:235–243. doi:10.1111/j.1550-7408.2008.00311.x
Akya A, Pointon A, Thomas C (2009a) Mechanism involved in phago-
cytosis and killing of Listeria monocytogenes by Acanthamoeba
polyphaga. Parasitol Res 105:1375–1383. doi:10.1007/s00436-
009-1565-z
Akya A, Pointon A, Thomas C (2009b) Viability of Listeria
monocytogenes in co-culture with Acanthamoeba spp. FEMS
Microbiol Ecol 70:20–29. doi:10.1111/j.1574-6941.2009.00736.x
Akya A, Pointon A, Thomas C (2010) Listeria monocytogenes does not
survive ingestion by Acanthamoeba polyphaga. Microbiology 156:
809–818. doi:10.1099/Mic.0.031146-0
Anacarso I, de Niederhausern S, Messi P, Guerrieri E, Iseppi R, Sabia C,
BondiM (2012) Acanthamoeba polyphaga, a potential environmen-
tal vector for the transmission of food-borne and opportunistic
pathogens. J Basic Microbiol 52:261–268. doi:10.1002/jobm.
201100097
Bertsch D, Rau J, Eugster MR, Haug MC, Lawson PA, Lacroix C,
Meile L (2013) Listeria fleischmannii sp. nov., isolated from
cheese. Int J Syst Evol Microbiol 63:526–532. doi:10.1099/ijs.0.
036947-0 ijs
Bleasdale B, Lott PJ, Jagannathan A, Stevens MP, Birtles RJ, Wigley
P (2009) The Salmonella pathogenicity island 2-encoded type III
secretion system Is essential for the survival of Salmonella
enterica serovar Typhimurium in free-living amoebae. Appl
Environ Microbiol 75:1793–1795. doi:10.1128/Aem.02033-08
BrandlMT, Rosenthal BM, Haxo AF, Berk SG (2005) Enhanced survival
of Salmonella enterica in vesicles released by a soilborne
Tetrahymena species. Appl Environ Microbiol 71:1562–1569. doi:
10.1128/Aem.71.3.1562-1569.2005
Brown MRW, Barker J (1999) Unexplored reservoirs of pathogenic
bacteria: protozoa and biofilms. Trends Microbiol 7:46–50. doi:10.
1016/S0966-842x(98)01425-5
Cossart P (2011) Illuminating the landscape of host–pathogen interac-
tions with the bacterium Listeria monocytogenes. Proc Natl Acad
Sci U S A 108:19484–19491. doi:10.1073/pnas.1112371108
Douesnard-Malo F, Daigle F (2011) Increased persistence of Salmonella
enterica serovar Typhi in the presence of Acanthamoeba castellanii.
Appl Environ Microbiol 77:7640–7646. doi:10.1128/Aem.00699-11
Doyscher D, Fieseler L, Dons L, Loessner MJ, Schuppler M (2013)
Acanthamoeba feature a unique backpacking strategy to trap and
feed on Listeria monocytogenes and other motile bacteria. Environ
Microbiol 15:433–446. doi:10.1111/j.1462-2920.2012.02858.x
Essig A, Heinemann M, Simnacher U, Marre R (1997) Infection of
Acanthamoeba castellanii by Chlamydia pneumoniae. Appl
Environ Microbiol 63:1396–1399
Freitag NE, Port GC, Miner MD (2009) Listeria monocytogenes—from
saprophyte to intracellular pathogen. Nat Rev Microbiol 7:623–628.
doi:10.1038/nrmicro2171
Glaser P, Frangeul L, Buchrieser C, Rusniok C, Amend A, Baquero F,
Berche P, Bloecker H, Brandt P, Chakraborty T, Charbit A,
Chetouani F, Couve E, de Daruvar A, Dehoux P, Domann E,
Dominguez-Bernal G, Duchaud E, Durant L, Dussurget O, Entian
KD, Fsihi H, Garcia-del Portillo F, Garrido P, Gautier L, Goebel W,
Gomez-Lopez N, Hain T, Hauf J, Jackson D, Jones LM, Kaerst U,
Kreft J, KuhnM, Kunst F, Kurapkat G, Madueno E, Maitournam A,
Vicente JM, Ng E, Nedjari H, Nordsiek G, Novella S, de Pablos B,
Perez-Diaz JC, Purcell R, Remmel B, Rose M, Schlueter T, Simoes
N, Tierrez A, Vazquez-Boland JA, Voss H, Wehland J, Cossart P
(2001) Comparative genomics of Listeria species. Science 294:849–
852. doi:10.1126/science.1063447 294/5543/849
Gourabathini P, Brandl MT, Redding KS, Gunderson JH, Berk SG (2008)
Interactions between food-borne pathogens and protozoa isolated
from lettuce and spinach. Appl Environ Microbiol 74:2518–2525.
doi:10.1128/Aem.02709-07
Hahn MW, Hofle MG (1998) Grazing pressure by a bacterivorous flag-
ellate reverses the relative abundance of Comamonas acidovorans
PX54 and Vibrio strain CB5 in chemostat cocultures. Appl Environ
Microbiol 64:1910–1918
Hahn MW, Hofle MG (2001) Grazing of protozoa and its effect on
populations of aquatic bacteria. FEMS Microbiol Ecol 35:113–
121. doi:10.1111/j.1574-6941.2001.tb00794.x
Hilbi H, Hoffmann C, Harrison CF (2011) Legionella spp. outdoors:
colonization, communication and persistence. Environ Microbiol
Rep 3:286–296. doi:10.1111/j.1758-2229.2011.00247.x
Huws SA, Morley RJ, Jones MV, Brown MRW, Smith AW (2008)
Interactions of some common pathogenic bacteria with
Acanthamoeba polyphaga. FEMS Microbiol Lett 282:258–265.
doi:10.1111/j.1574-6968.2008.01123.x
Kathariou S, Pine L (1991) The type strain(s) of Listeria
monocytogenes—a source of continuing difficulties. Int J Syst
Evol Microbiol 41:328–330
Lang Halter E, Neuhaus K, Scherer S (2013) Listeria weihenstephanensis
sp. nov., isolated from the water plant Lemna trisulca taken from a
freshwater pond. Int J Syst Evol Microbiol 63:641–647. doi:10.
1099/ijs.0.036830-0
Lau HY, Ashbolt NJ (2009) The role of biofilms and protozoa in
Legionella pathogenesis: implications for drinking water. J Appl
Microbiol 107:368–378. doi:10.1111/j.1365-2672.2009.04208.x
Lee XY, Reimmann C, Greub G, Sufrin J, Croxatto A (2012) The
Pseudomonas aeruginosa toxin L-2-amino-4-methoxy-trans-3-
butenoic acid inhibits growth and induces encystment in
Acanthamoeba castellanii. Microbes Infect 14:268–272. doi:10.
1016/j.micinf.2011.10.004
Leisner JJ, Larsen MH, Jorgensen RL, Brondsted L, Thomsen LE,
Ingmer H (2008) Chitin hydrolysis by Listeria spp., including
3096 Appl Microbiol Biotechnol (2014) 98:3091–3097
L. monocytogenes. Appl Environ Microbiol 74:3823–3830. doi:10.
1128/AEM.02701-07
Matz C, Jürgens K (2005) High motility reduces grazing mortality of
planktonic bacteria. Appl Environ Microbiol 71:921–929. doi:10.
1128/Aem.71.2.921-929.2005
Matz C, Kjelleberg S (2005) Off the hook—how bacteria survive proto-
zoan grazing. Trends Microbiol 13:302–307. doi:10.1016/j.tim.
2005.05.009
Matz C, Deines P, Boenigk J, Arndt H, Eberl L, Kjelleberg S, Jürgens K
(2004) Impact of violacein-producing bacteria on survival and feed-
ing of bacterivorous nanoflagellates. Appl Environ Microbiol 70:
1593–1599. doi:10.1128/Aem.70.3.1593-1599.2004
Michel R, Burghardt H, Bergmann H (1995) Acanthamoebae isolated
from a highly contaminated drinking-water system of a hospital
exhibited natural infections with Pseudomonas aeruginosa. Zbl
Hyg Umweltmed 196:532–544
Pickup ZL, Pickup R, Parry JD (2007) Effects of bacterial prey species
and their concentration on growth of the amoebae Acanthamoeba
castellanii and Hartmannella vermiformis. Appl Environ Microbiol
73:2631–2634. doi:10.1128/Aem.02061-06
Pushkareva VI, Ermolaeva SA (2010) Listeria monocytogenes virulence
factor Listeriolysin O favors bacterial growth in co-culture with the
ciliate Tetrahymena pyriformis, causes protozoan encystment and
promotes bacterial survival inside cysts. BMCMicrobiol 10:26. doi:
10.1186/1471-2180-10-26
Saeed A, Abd H, Edvinsson B, Sandstrom G (2009) Acanthamoeba
castellanii an environmental host for Shigella dysenteriae and
Shigella sonnei. Arch Microbiol 191:83–88. doi:10.1007/s00203-
008-0422-2
Schmid B, Klumpp J, Raimann E, Loessner MJ, Stephan R, Tasara T
(2009) Role of cold shock proteins in growth of Listeria
monocytogenes under cold and osmotic stress conditions. Appl
Environ Microbiol 75:1621–1627. doi:10.1128/AEM.02154-08
Shen A, Higgins DE (2006) TheMogR transcriptional repressor regulates
nonhierarchal expression of flagellar motility genes and virulence in
Listeria monocytogenes. PLoS Pathog 2:282–295. doi:10.1371/
journal.ppat.0020030
Steinert M, Birkness K, White E, Fields B, Quinn F (1998)
Mycobacterium avium bacilli grow saprozoically in coculture with
Acanthamoeba polyphaga and survive within cyst walls. Appl
Environ Microbiol 64:2256–2261
Thom S, Warhurst D, Drasar BS (1992) Association of Vibrio cholerae
with fresh-water amoebas. J Med Microbiol 36:303–306
Valeru SP, Wai SN, Saeed A, SandstromG, Abd H (2012) ToxR of Vibrio
cholerae affects biofilm, rugosity and survival with Acanthamoeba
castellanii. BMC Res Notes 5:33. doi:10.1186/1756-0500-5-33
Wildschutte H, Wolfe DM, Tamewitz A, Lawrence JG (2004) Protozoan
predation, diversifying selection, and the evolution of antigenic
diversity in Salmonella. Proc Natl Acad Sci U S A 101:10644–
10649. doi:10.1073/pnas.04040284101
Zhou XH, Elmose J, Call DR (2007) Interactions between the environ-
mental pathogen Listeria monocytogenes and a free-living protozo-
an (Acanthamoeba castellanii). Environ Microbiol 9:913–922. doi:
10.1111/j.1462-2920.2006.01213.x
Appl Microbiol Biotechnol (2014) 98:3091–3097 3097
